1 atgggtcacg gtgtcagctg cgcccgcacc ggcgacgagc acgacttctt ccgggcggcg 

61 cagctcggcg acctcgacgc cctggccgcc ctcctcgccg ccgacccttc cctcgctcgc 

121 cgcgccaccc tctacgaccg cctctccgtc ctccacatcg ccgccgccaa tggccgcatc 

181 gaggtgctct ccatgttctt ggatcgcggg gcgccgccgg acgcggtgaa tcggcacaag 

241 cagacgccgc tgatgctcgc ggccatgcac ggcaagatcg actgcgtgct caagctcctc 

301 caggccgacg caaatatctt gatgttcgac tcggtgcacg cgaggacctg cctccaccac 

361 gcggcgtact acggccacgt cgactgcctg caggccatcc tcgccgccgc gcagaccacg 

42 1 ccggtggccg actcatgggg tttcgcccgg ttcgtcaacg tcagggacga ccacggcgcc 

481 actccgctgc atctcgcggc caggcagggg cggccggggt gcgtgcaggt gttgctggag 

541 aacggcgcca ttgtgtcggc tttgacagga tcatatggct tccctggaag cacgtcgctt 

601 catttggctg ctcgtagcgg gaacttggat tgcatcagga agctgcttgc ctggggagct 

661 gatcggctcc aaagggattc ggctgggaga attccctatt ctgttgcgct gaaacggaac 

721 catggagcat gtgcagcttt gctgaaccct acatcagcag agcccatggt gtggccatcc 

781 ccacttaagt tcatcagtga gcttgaacca gaagctaagg ctctcctgga agcagctctg 

841 atggaagcca acagggagag ggagaagaaa atcctgaatg gcacaaagta ctccctgcca 

901 tccccttcgc ccggtgatga cagtgccgat gacgatgcat gctcagaggt gagcgacacg 

961 gagctttgct gcatctgctt cgaccaggct tgcaccattg aggtgcaaga ctgtggacat 

1 02 1 caaatgtgtg caccgtgcac gctggcactg tgctgtcaca acaaacccaa tccgacgacc 

1 081 ctgacaccgc cctcaccggc ctgcccattc tgccggggca gcatctcacg gctggtggtg 

1 141 gcccaaacaa ggtctgcttg tgatcctgac aagccgtcat ccctgcagct cacccggaag 

1 201 cggtcgcgtc gatctcacaa cctcagtgag ggcagcagca gcttcaaagg gctaccttcg 

1 261 gccatgggct ccttctcaaa gcttggccgt ggctcgagcc gcatggcgga cagtgacagc 

1 321 agcaacctgg acaagcctga gcacgatcta tga 
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I MGH GVSCAR T 10 

II GDEHDFFRAAHLGDLDALAALLAADPSLARRATLY 45 
DRLSVLHIAAANGRIEVLSMFLDRGAPPDAVNR 78 
HKQT PLMLAAMHGKIDCVLKLLQADAN I LMFDSV 112 
HARTCLHHAAYYGHVDCLQAILAAAQTTPVADSWGFARFVNVRDD 157 
HGATPLHLAARQGRPGCVQVLLENGAIVSALTGSYGF 1 94 
PGSTSLHLAARSGNLDCIRKLLAWGADRLQRDSAGRI PYSVA 236 
LKRNHGACAALLNPTSAEPMVWPSPLKFISELE 2 69 
PEAKALLEAALMEANREREKKILNGTKYSLPSPSPG 305 

III DDSADDDACSEVS 318 

IV DTELCCICFDQACTIEVQDCGHQMCAPCTLALCCHNKPNPTTLTP 3 63 
PSPACPFCRGSISRLVVAQTRS 385 

V ACDPDKPSSLQLTRKRSRRSHNLSEGSSSFKGLPSAMGSFSKLGR 4 30 
GSSRMADSDSSNLDKPEHDL 4 50 
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CCICFDQACTIEVQDCGHQM-CAPCTLALCCHNKPNPTTLTPPSPACPFCR 

CKICAENDKDVKIEPC6HLM-CTSCLTSWQESEGQG CPFCR 

CKICYVEECIVCFVPCGHVVACAKCALSV DKCPMCR 
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